


SEQUENCE LISTING 



<110> LILIEN, Jack 



ELFERINK, Lisa 
BALSANO, Janne 
KAMHOLZ, John 



<120> 



SYSTEM TO DETECT P] 



:^-^^^^IM INTERACTIONS 



<130> 38368-171364 

<140> 09/836,865 
<141> 2001-04-18 

<150> US 60/198,122 
<151> 2000-04-18 

<160> 8 

<170> PatentIn version 3.0 

<210> 1 

<211> 65 

<212> DNA 

<213> Bacteriophage T7 
<220> 

<221> CDS 

<222> (1) . . (54) 

<400> 1 

atg etc ggg gat ccg aat teg age tec gtc gac aag ctt gcg gcc gca 4 8 

Met Leu Gly Asp Pro Asn Ser Ser Ser Val Asp Lys Leu Ala Ala Ala 
15 10 15 

etc gag taaetagtta a 65 
Leu Glu 



<210> 2 
<211> 18 
<212> PRT 

<213> Bacteriophage T7 
<400> 2 

Met Leu Gly Asp Pro Asn Ser Ser Ser Val Asp Lys Leu Ala Ala Ala 
15 10 15 



Leu Glu 



<210> 3 
<211> 72 



<212> DNA 

<213> Bacteriophage T7 
<220> 

<221> CDS 

<222> (1) . . (69) 

<400> 3 

atg etc ggt gga tec gat ate gaa tte gag etc cgt cga caa get tge 4 8 

Met Leu Gly Gly Ser Asp lie Glu Phe Glu Leu Arg Arg Gin Ala Cys 
15 10 15 

ggc cge act cga gta act agt taa 72 
Gly Arg Thr Arg Val Thr Ser 
20 



<210> 


4 


<211> 


23 


<212> 


PRT 


<213> 


Bacteriophage T7 


<400> 


4 


Met Leu Gly Gly Ser Asp 


1 


5 


Gly Arg Thr Arg Val Thr 




20 


<210> 


5 


<211> 


71 


<212> 


DNA 


<213> 


Bacteriophage T7 


<220> 




<221> 


CDS 


<222> 


(1) . . (60) 


<400> 


5 



10 15 



atg etc ggg gat ccg ata teg aat teg age tee gte gac aag ett geg 48 
Met Leu Gly Asp Pro lie Ser Asn Ser Ser Ser Val Asp Lys Leu Ala 
15 10 15 

gee gea etc gag taaetagtta a 71 
Ala Ala Leu Glu 
20 



<210> 6 

<211> 20 

<212> PRT 

<213> Bacteriophage T7 



<400> 6 





' Met Leu Gly Asp Pro lie Ser Asn Ser Ser Ser Val Asp Lys Leu Ala 



Ala Ala Leu Glu 
20 



<210> 7 

<211> 70 

<212> DNA 

<213> Bacteriophage T7 
<220> 

<221> CDS 

<222> (1) . . (63) 

<400> 7 

atg etc ggg ate cga tat cga att cga get eeg teg aea age ttg egg 4 8 

Met Leu Gly lie Arg Tyr Arg lie Arg Ala Pro Ser Thr Ser Leu Arg 
15 10 15 

eeg eac teg agt aac tagttaa 70 
Pro His Ser Ser Asn 
20 



<210> 8 

<211> 21 

<212> PRT 

<213> Bacteriophage T7 



1 



5 



10 



15 



<400> 



8 



Met Leu Gly lie Arg Tyr Arg lie Arg Ala Pro Ser Thr Ser Leu Arg 
15 10 15 



Pro His Ser Ser Asn 
20 



